A new polymorph of dimesitylborinic acid (or hydroxydimesitylborane), C 18 H 23 BO, showcasing different crystal packing and symmetry, complements the previously reported polymorph [Weese, Bartlett, Murray, Olmstead & Power (1987) . Inorg. Chem. 26, 2409 Chem. 26, -2413 Entwistle, Batsanov & Marder (2007) . Acta Cryst. E63, o2639-o2641]. The structure of the title compound contains only one molecule in the asymmetric unit, and no O-HÁ Á ÁO interactions are observed. However, molecules are linked by weak intermolecuar O-HÁ Á Á(arene) interactions to form centrosymmetric dimers. Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg is the centroid of the C11-C16 phenyl ring. et al., 1987; Entwistle et al., 2007) .
The structure is composed of unique molecules (Fig. 1 ) separated by normal van der Waals distances. The mean planes of the phenyl rings are inclined at approximately right angles (86.09 (4)°) with respect to each other. The structure is devoid of any classical hydrogen bonding despite the presence of a hydroxyl group. The previously reported polymorph crystallized as tetramers due to hydrogen bonding involving the OH groups (Weese et al., 1987) . There are no indications of π-π stacking interactions between the phenyl groups of the symmetry related molecules in the title compound. However, the hydroxyl group is oriented towards a phenyl ring (C11-C16), thus linking the molecules by rather weak intermolecular O-H···π(arene) interactions to form centrosymmetric dimers about inversion centers (Fig. 2) . The boron centers are planar with C2-B1-C11 angle 123.21 (12)°, compared to a wider corresponding angle of 126.0 (4)° reported in the other polymorph (Weese et al., 1987) . The structures of trifluoromethyl analogues have also been reported, and they exhibit a similar molecular conformation (Fraenk et al., 2001; Cornet et al., 2003) .
Experimental
The title compound was obtained as hydrolysis by-product in the synthesis of 2-(dimetsitylboryl)-5-phenyl-dithieno[3,2 -b;2',3'-d]phosphole, during the recrystallization of the sample from a concentrated pentane solution at 277 K.
Refinement
The H-atoms bonded to C9 and C18 were disordered into two sets of methyl groups; the HFIX 123 command in SHELXTL (Sheldrick, 2008 ) was used to model these methyl groups. H-atoms bonded to C-atoms were included at geometrically idealized positions and refined in the riding-model approximation with the following constraints: C-H distances were set to 0.95 Å (aryl) and 0.98 Å (methyl) with U iso (H) = 1.2U eq (C). The position of the H-atom bonded to O1 was determined from a difference map and was allowed to refine with U iso = 1.2 times U eq of O1. Figures   Fig. 1 . A view of the title compound with displacement ellipsoids plotted at the 50% probability level. Only three H atoms on C9 and C18 are shown.
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